
 

 

PLEASE SCROLL DOWN FOR ARTICLE

This article was downloaded by:
On: 25 January 2011
Access details: Access Details: Free Access
Publisher Taylor & Francis
Informa Ltd Registered in England and Wales Registered Number: 1072954 Registered office: Mortimer House, 37-
41 Mortimer Street, London W1T 3JH, UK

Nucleosides, Nucleotides and Nucleic Acids
Publication details, including instructions for authors and subscription information:
http://www.informaworld.com/smpp/title~content=t713597286

Bent Oligonucleotide Duplexes as HMGB1 Inhibitors: a Comparative Study
D. Musumecia; G. N. Rovielloa; M. Mocciaa; C. Pedonea; E. M. Buccib; R. Sapiob; M. Valenteb; S. Fumeroc

a Istituto di Biostutture e Bioimmagini-CNR, Naples, Italy b Bionucleon Srl, Colleretto Giacosa, TO,
Italy c Creabilis Therapeutics SpA, Colleretto Giacosa, TO, Italy

To cite this Article Musumeci, D. , Roviello, G. N. , Moccia, M. , Pedone, C. , Bucci, E. M. , Sapio, R. , Valente, M. and
Fumero, S.(2007) 'Bent Oligonucleotide Duplexes as HMGB1 Inhibitors: a Comparative Study', Nucleosides, Nucleotides
and Nucleic Acids, 26: 10, 1447 — 1450
To link to this Article: DOI: 10.1080/15257770701542330
URL: http://dx.doi.org/10.1080/15257770701542330

Full terms and conditions of use: http://www.informaworld.com/terms-and-conditions-of-access.pdf

This article may be used for research, teaching and private study purposes. Any substantial or
systematic reproduction, re-distribution, re-selling, loan or sub-licensing, systematic supply or
distribution in any form to anyone is expressly forbidden.

The publisher does not give any warranty express or implied or make any representation that the contents
will be complete or accurate or up to date. The accuracy of any instructions, formulae and drug doses
should be independently verified with primary sources. The publisher shall not be liable for any loss,
actions, claims, proceedings, demand or costs or damages whatsoever or howsoever caused arising directly
or indirectly in connection with or arising out of the use of this material.

http://www.informaworld.com/smpp/title~content=t713597286
http://dx.doi.org/10.1080/15257770701542330
http://www.informaworld.com/terms-and-conditions-of-access.pdf


Nucleosides, Nucleotides, and Nucleic Acids, 26:1447–1450, 2007
Copyright C© Taylor & Francis Group, LLC
ISSN: 1525-7770 print / 1532-2335 online
DOI: 10.1080/15257770701542330

BENT OLIGONUCLEOTIDE DUPLEXES AS HMGB1 INHIBITORS:

A COMPARATIVE STUDY

D. Musumeci, G. N. Roviello, M. Moccia, and C. Pedone � Istituto di
Biostutture e Bioimmagini–CNR, Naples, Italy

E. M. Bucci, R. Sapio, and M. Valente � Bionucleon Srl, Colleretto Giacosa
(TO), Italy

S. Fumero � Creabilis Therapeutics SpA, Colleretto Giacosa (TO), Italy

� In this work we explore the ability of a chimeric LNA/DNA bent duplex, in which the kink
is induced by 2 unpaired adenines in the middle of one strand, to bind HMGB1, a protein in-
volved in many inflammatory processes. The LNA/DNA duplex was compared with the correspond-
ing full DNA and PNA/DNA chimera duplexes from a thermodynamic and spectroscopic point of
view.
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INTRODUCTION

In a recent work[1] we proposed a novel approach to identify new ther-
apeutic targets, based on extracellular proteins which contain nucleic acid
binding domains and which are also involved in some pathologies, to be
targeted by ODN molecules chosen on the basis of the informations rela-
tive to the DNA-protein binding. By selecting extracellular targets one can
avoid delivery problems; however the ODN drug has to be resistant to the
enzymatic degradation. One of the proteins that fits the aforementioned
requirements and that has been object of our research for more than two
years is HMGB1. This nuclear protein contains the HMG box, a classical
DNA binding domain, and, as it has been recently shown, is involved in
a number of different inflammatory diseases when released extracellularly,
acting as a cytokine.[2]
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Our idea was to use the HMGB1 nuclear ligand (ODN duplexes) out-
side its natural location to antagonise RAGE receptor, the protein extracel-
lular ligand involved in the inflammation process (ligand exchange). Since
HMGB1 in the nucleus binds DNA through its DNA-binding domains in a
manner that does not depend on the nucleobase sequence, playing an ar-
chitectural role in DNA bending, looping, folding, etc., it should be possible
to target HMGB1 by using pre-bent DNA duplexes.

In order to verify our idea we initially designed and synthesized 3 short
DNA bent duplexes with different curvature angles, obtained varying the
number of unpaired bases (adenines) in the middle of one of the strands
(6A, 4A, and 2A DNA duplexes).[3] We demonstrated, by CD spectroscopy
(Tandem mix cell), that the protein binds the three bent duplexes.[3] The
most stable HMGB1/DNA complex was obtained with the 2A, which was
also the most stable duplex. The affinity of the protein for the 2A duplex was
studied by CD titration experiments, and a Kd of 25 nM was calculated.[3]

We also showed that this kind of duplex is able to inhibit HMGB1 activity
in vitro (migration and proliferation assays, IC50 ∼10 nM).[3]

RESULTS AND DISCUSSION

In order to improve nuclease resistance of the 2A full DNA double
helix and to increase its thermal stability, we realized the corresponding
PNA/DNA chimera duplex, composed by two chimeric strands carrying
three PNA units at 3′ ends with the following sequences: GAACGTAACAAA-
GAATCC (a) and GGATTCTTTAAGTTACGTTC (b). The resulting duplex
has both ends capped by a PNA-DNA double helix.

From our studies, PNA/DNA chimeric duplex can bind HMGB1, effi-
ciently inhibits its activity in vitro (IC50 ∼10 nM) comparably with the full
DNA duplex, and is enough resistant to serum nucleases having an half-life
of 9 hours in 100% fresh human serum.[3]

Another kind of examined chimeric duplexes contained LNA
monomers instead of the PNA ones in the a and b sequences (duplex 3).

By UV melting experiments the LNA/DNA chimera duplex 3 resulted
the most stable one (Tm 54.6◦C, Table 1) in comparison to duplexes 1 and 2.
In agreement with Erdmann et al.,[4] we found that the Tm was raised by

TABLE 1 UV Tm obtained in 100 mM NaCl, 10 mM
phosphate buffer, pH 7.5.

Duplex Tm ± 0.5 (◦C)

Full DNA a–b (1) 44.7
PNA/DNA chimera a–b (2) 43.5
LNA/DNA chimera a–b (3) 54.6
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FIGURE 1 Sum (dashed line) and Mix (solid line) CD spectra of HMGB1/duplex 3 in 4:1 ratio.

1.75◦C per LNA unit for the LNA/DNA chimera duplex 3 with respect to
the full DNA duplex 1.

To derive structural informations on the bent duplexes 1, 2, and 3 we
compared their structures by their CD spectra evidencing that the 3 du-
plexes contain mainly B-form structure, even if, in the case of 3, some CD
characteristics revealed also an A-like contribution.

Successively, we found that also duplex 3 was able to interact with
HMGB1, as evidenced by CD spectroscopy using a Tandem Mix cell
(Figure 1).

The stability of HMGB1/duplex 3 complex was also estimated by CD
(Tm = 56.2◦C).

The duplex 3 is promising as HMGB1 inhibitor because presents a Tm of
54◦C, binds HMGB1 and thus it is interesting to be tested in in vitro studies
(data not yet ready).

In order to explore other bent duplexes with high stability, we realized a
duplex containing one strand entirely composed of PNA (a sequence) and
its complementary full DNA strand with the protruding 2A bulge (b strand).
This duplex showed the highest melting temperature (65.1◦C) but failed
to bind HMGB1 (CD experiments) probably because its structure (P-like)
is different from that of the full DNA duplex 1, bound by HMGB1, as we
revealed comparing their CD spectra. Thus we conclude that an important
requirement of ODN duplexes to be used as ligands for HMGB1 is to adopt
a B-like structure.

Our future research will focus on: 1) evaluation of the HMGB1 binding
affinity to duplex 3; 2) in vitro tests on the bent LNA/DNA duplex 3; 3) in
vivo tests on both duplexes 2 and 3; 4) exploration of other classes of bent
ODN-like duplexes (e .g . 2′-OMeDNA/DNA chimeras); 5) studies of bent
duplexes containing bulges with bases different from adenines.
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